. the I232t polymorphism raises the degree of helix bending in Md simulations. (A) The TM domain of FcγRIIB is modeled as a long helix (shown in the cartoon representation). The amino acid sequences of the TM domain of FcγRIIB-WT and FcγRIIB-I232T are shown beneath. The boundary residues of the TM region are colored in green, key residue 232 is colored in red (in Licorice representation), and the basic residues located at the C terminus are colored in blue. (B) In MD simulations, the TM domain of FcγRIIB was inserted into the lipid bilayer, solvated by water molecules, and neutralized by NaCl. 
